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MERENX :

GCDH (EC 1.1.1.47) fE4LD-# & ¥EFINAD(P) A iiD-# & TR FINAD(P)H,  REAFLE T =1 55 340 1) A
S EAT B o ZEAR SR IR AE P R FHGCDH, AV B 25 BRI 3R SR v 1 760 287 s B (I SR MR I 2 i
T LA A 6 6 R 5 5 1 T 45 6 2B R 1 T B IR S 2 — P

REAMS IR T, GCDHC A % e o B 5 A0 1 B A8 F il .

MEFRTE:
GCDH 184k D-7i % B fl NAD 4 1%, D-%i %) B8 fl NADH, 7F 340nm Fll52 NADH FF# &, By
GCDH &t

mEEHMUENRR:
LI BB O, WA 1 mL A SEE I, AR DRI K

RIAILERRFAECH -

RBOR: 60mLx1 i, 4 CLRAT
WA= Witk 47.5 mLx1 M, 4CHERAE
R X, -20°CIRAT

HARRETRIE:

HANIRT AT FHIRASRR () REBHAR ML) 1: 5~10 MIELE] CGEIFREXZ) 0.1g 2HZ, T ImL
RO, BATUKIRAI%. 8000g 4°C B L 10min, HX 3%, BIK A0,

R BB TN AR AT AL B SRR A B R B B A N, BOE T BT B R R E (100 ):
FERGRAREY (mL) A 500~1000: 1 LR G 500 J5 40 BSR40 BN ImL $2ERRD, A8 7 Ak iR 4 1 5%
M (UK, ThEE 20%EE 200W, B 3s, [HIFE 10s, X 30 ¥); 8000g 4°C & 0» 10min, HX EiE, Bk
AR,

ME LR
L. e 30min LA L, PHTPEKE 340nm, FEIKIHE;
2. TAEMEMECHI: 1 AR RN 5 2R — R SRR AT %6520 CIRTE, 2RIk
R
v B TERET 37CHA S .
4, FE ImL AL M A I 50uL BEASAN 950uL TAEM, SCEIVRAS, 303 340nm ZHWIEAOGE Al A1
Imin J5HIOEE A2, 15 AA=A2-Al.

GCDH &t ¥ :
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AT S B mg HEVE A/ B E R Inmol NADH & SCA— AN 11 5147

GCDH (nmol/min/mg prot) =[AAxV i+ (exd) x10°](V FfxCpr) +T=3215xAA+Cpr

(2) FrEAEEE T

BALTE X B g AEBVF 5 B4 K 1 nmol NADH 5E S — Mg g 547 .

GCDH (nmol/min /g #E) =[AAXV M+ (exd) x1091+(W xV Ff+V FEE)+T=3215xAA+W

(3) 220 B B A0 M 2% 3 B

BN E S B 1 5N B BAH ML B 43 B A2 A 1 nmol NADH J& SUN—NBEE 7 547 o

GCDH (nmol/min /104 cell) =[AAXV g+ (exd) x10°]+(500xV FE+V FEE) +T=6.43xAA

VRE: RFARZRSAR, 1X10°L; &: NADH EE/RIEJE R, 6.22X10°L/mol /em; d: HEMIEHE,
lem; V#E: IIAFEAMAETR, 0.05mL: VFES: IMARPURATR, 1mL; T: MEE, 1min; Cpr: F£4
EAPIKRE, mg/mL; W: FEARE, g 500: 4403, 500 /7.




